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Research progression of miRNA related to sepsis
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Abstract ; Sepsis is a syndrome of systemic inflammatory response caused by severe infection, with rapid
progression and poor prognosis. It is a common critical illness in intensive care medicine. MicroRNA (miRNA)
affect gene expression by binding to target messenger RNA (mRNA) and specifically inhibiting the transla-
tion of target mRNA molecules. Therefore,it can be used as a potential early screening biomarker for sepsis.
This paper reviews the potential mechanisms of action of some miRNA-related genes in sepsis.
microRNA; mechanism
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Research progress of keratinocyte growth factor-2 and neonatal-related lung diseases
HOU Lin',SHU Guihua*"
1. Dalian Medical University ,Dalian ,Liaoning 116044 ,China ;2. Department of
Neonatology s Northern Jiangsu People’s Hospital ,Yangzhou s Jiangsu 225001,China

Abstract; Keratinocyte growth factor-2 ( KGF-2 ), which has multifunctional biological effects, particular-
ly as a lung tissue protective factor,is a kind of growth factor derived from mesenchymal cells,and it can regu-
late the proliferation,differentiation and migration of alveolar epithelial cells, promote the repair of damaged
lung tissue and inhibit alveolar fibrosis. KGF-2 deletion or gene mutation is closely related to the occurrence
and development of neonatal lung diseases,it has an increased risk of chronic lung diseases in childhood and e-
ven adulthood. This article reviews the structure and biological function of KGF-2 and its relationship with
neonatal related lung diseases, aiming to provide theoretical reference for the development of new diagnosis
and treatment strategies for neonatal respiratory diseases.
lung disease

Key words: keratinocyte growth factor-2; neonate;
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FIVER . 2 5 a8 B gk VIR L DU L S A L A £ b
M EE MR A . BR KGF-2 7514 2 4
LI E A RE AR R LM AL IR
FEY. B KGF-2 g R Bk, BN e
BORIRA SN KGF-2 &5 J1 A 225y 245, o] 8 4%
R AN A R R SR A T R, KRR E b
FALBGEE R MENH 228 &R -2 ER 5

A 1# 15 €& , E-mail : yzsbsgh@126. com,

P&k i 4 A T AT A 5 T B T R R AR
RMEFE K B KGE-2 i 5% 5 P 28 48 55 397 4= JLAH € il
TR W & A K B V)M O, HoA B m L B =
AR S A A M 1 KU . B KGF-2 1Y
SEAE A T RE S DL B R A LA 56 il 9 9 1
KAM LR,
1 KGF-2 &#KREZEK

AV KGF-2 ¢cDNA 4K 627 bp, i T4 5 2 {4
K pl2~pl3 X, HH 208 A~ 2 i IR 5% 25 A4 1l 1) 5 4
Z K, BA 2 DHEEAL AL S (51 F1 196aa) I R Al UK
FaE Pk, HSr AR S5 4 S FGF 5806 S B iy B- = 2
R KGF-2 3225 Y5 F 18] 78 40 s (MSCs) L F- i
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