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Serum long chain non-coding RNA LINCO00673 level in patients with hepatocellular
carcinoma and its clinical significance”
REN Huhu,LI Chen,CHEN Jian WU Zhiqun&
Department of Intervention , Tangdu Hospital of Air Force Military Medical
University s Xi'an s Shaanxi 710032 ,China

Abstract: Objective To study the expression level of serum long chain non coding ribonucleic acid (IncRNA)
LLINC00673 in the patients with hepatocellular carcinoma (HCC) and its clinical significance. Methods A total of
103 patients with HCC treated and diagnosed in Tangdu Hospital of Air Force Military Medical University
from January 2015 to January 2017 were selected as the HCC group, meanwhile 103 healthy volunteers under-
going physical examination were selected as the control group. The reverse transcription polymerase chain re-
action (RT-PCR) was used to detect the serum IncRNA LINCO00673 level in the HCC group and control
group. The efficiency of serum IncRNA LINC00673 level in diagnosing HCC was analyzed by using the receiv-
er operating characteristic (ROC) curve. The differences in serum IncRNA LINC00673 levels between HCC
patients with different clinicopathological characteristics were analyzed. The survival situation in HCC patients
with different serum IncRNA LINC00673 levels was analyzed by using the Kaplan Meier survival curve. Re-
sults The RT-PCR detection results showed that the serum IncRNA LINCO00673 level in the HCC group
(4.37+1.06) was significantly higher than that in the control group (1.29+£0. 31),and the difference was
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statistically significant (z =28. 303, P< 0. 001). The ROC curve showed that the area under the curve (AUC)
of serum IncRNA LINC00673 for diagnosing HCC was 0. 783 (95%CI ;0. 718—0. 849). When the optimal cut-
off value was 2. 87,the sensitivity was 75. 70% , the specificity was 81. 61% ,and the accuracy was 78. 70 %.
The proportions of patients with high expression of IncRNA LINC00673 with serum AFP level==400 pg/L,
maximum tumor diameter =>3 cm, TNM stage [ll to IV ,vascular invasion and lymph node metastasis were sig-
nificantly higher than those with low expression of IncRNA LINC00673 (P <C0. 05), however, there were no
statistically significant differences in gender,age.cirrhosis,degree of tumor differentiation and microcarcinoma
embolus between the patients with high expression of IncRNA LINC00673 and the patients with low expres-
sion of IncRNA LINC00673 (P >>0.05). During the 5-year follow-up period of 103 HCC patients,6 cases lost
to follow up and 97 cases were followed up,among them,53 cases survived and 44 died,with a total survival
rate of 54. 64% ,the Kaplan-Meier survival curve showed that the 5-year survival rate of the patients with ser-
um IncRNA LINC00673 high expression was significantly lower than that of the patients with low expression
(Log-Rank X*=6. 007, P =0. 014). Conclusion The serum IncRNA LINC00673 expression level in the pa-
tients with HCC correlates to the tumor maximal diameter, TNM stage, vascular invasion,lymph node metas-

tasis and serum AFP level,which could promote the occurrence and development of HCC,and lead to the poor

prognosis. It is expected to become a serological marker related to the diagnosis and treatment of HCC.
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