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Peripheral blood MMP-7 mRNA and its correlation with characteristics of tumor
immune microenvironment in lung cancer”
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Abstract:Objective To investigate the role of peripheral blood matrix metalloproteinase (MMP)-7 mR-
NA in the occurrence and development of lung cancer and its correlation with immune microenvironment of
lung cancer. Methods The levels of peripheral blood MMP-7 mRNA in 125 cases of lung cancer (lung cancer
group) was determined by RT-PCR and the proportions of CD4" T cells,CD8" T cells,B cells, NK cell recep-
tor NKG2D were measured by the flow cytometry,and the results were compared with those in 70 healthy
subjects undergoing physical examination. Results The peripheral blood MMP-7 mRNA level in the lung
cancer group was higher than that in the control group (P<C0. 05). The peripheral blood MMP-7 mRNA level
had no statistical difference among the patients with different sexes,pathological types and differentiation de-
grees (P<C0.05). The peripheral blood MMP-7 mRNA level in the patients with stage [l B and stage IV was
higher than that in the patients with stage | — [l A (P<C0. 05). Compared with the control group,the propor-
tions of peripheral blood CD4" T cells, B cells, NKG2D in the lung cancer group were significantly decreased
(P<C0.05) ,while the CD8" T cells proportion was significantly increased (P <C0. 05). The peripheral blood
MMP-7 mRNA level in the patients with lung cancer was negatively correlated with CD4" T cells, B cells,
NKG2D proportion(r=—0. 190, —0. 237, —0. 329, P<0. 05) ,and was positively correlated with the CD8" T
cells proportion (r=0. 230, P <C0. 05). Conclusion Lung cancer with MMP-7 mRNA high expression shows
the immunosuppressive characteristics, moreover the two interacts and jointly promot the development of
tumors.
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