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Abstract: Objective  To analyze the clinical features and epidemiology of human metapneumovirus
(HMPV) infection in hospitalized children in Huangshi area. Methods Clinical data of 236 children with
HMPV,who were enrolled in Huangshi Central Hospital from January 1st to December 31st 2022, were ana-
lyzed retrospectively,and divided into simple HMPV infection group,virus co-infection group and bacterial co-
infection group according to the different types and numbers of pathogenic bacteria infection. The epidemiolog-
ical features and clinical characteristics among the three groups were compared. Results Among the 236
HMPV-infected children,there were 143 cases of simple HMPYV infection (simple HMPYV infection group),
accounting for 60.59% (143/236) ;46 cases of combined other viral infections (virus co-infection group) ,ac-
counting for 19.49% ;and 47 cases of combined bacterial infections (bacterial co-infection group) ,accounting
for 19.92% (47/236). The highest number of children with HMPV infection was found in the children with™>
1—3 years old,accounting for 55.51% (131/236). The proportions of children with wheezing and pneumonia
in the bacterial co-infection group were significantly higher than those in the simple HMPV infection group
and virus co-infection group (P <C0. 05). The levels of aspartate aminotransferase and alanine aminotrans-
ferase, white blood cell count,lymphocyte percentage,lymphocyte count and monocyte count in the bacterial

co-infection group were higher than those in the simple HMPV infection group and virus co-infection group
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(P<C0.05). The propotion of HMPV infection of HMPYV in spring[ 61.44% (145/236)] was significantly
higher than that in winter[ 25.00% (59/236) ], summer[9. 32% (22/236)] and autumn[4. 24 % (10/236)].

Conclusion

HMPYV is one of the important pathogens causing acute respiratory infection in children, which

may increase the risk of pneumonia in children. The highest number of children with HMPYV infection is in the

children with™1—3 years old,and the spring is the peak time for HMPYV infection.
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