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Clinical value for fetal right subclavian artery vagus by single nucleotide polymorphism array technique”
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Abstract: Objective  To investigate the clinical significance of single nucleotide polymorphism array
(SNP-array) in the treatment of fetal aberrant right subclavian artery vagus (ARSA). Methods The fetuses
of 75 pregnant women who underwent antenatal examination in Quanzhou Maternal and Child Health Hospi-
tal from January 1,2018 to July 31,2022 were selected as the study objects. All fetuses of grade Il to [l color
ultrasound indicated ARSA,and all pregnant women underwent chromosome karyotype analysis of amniotic
fluid/umbilical blood and SNP-array technology examination in our prenatal diagnostic center. The results of
chromosome examination, clinical phenotype and pregnancy outcome were summarized and analyzed. Results Chro-
mosome karyotype analysis detected 4 cases of chromosome structural abnormalities, including 2 cases of
pathogenic variation and 2 cases of 46, XN,inv(9) (pl1ql3), the detection rate of pathogenic variation was
2.67% (2/75). SNP-array detected 12 abnormalities,including 5 cases of pathogenic variation (pCNVs),2 ca-
ses of heterozygosity loss (LOH) ,and 5 cases of clinical significance unknown (VOUS). The detection rate of
pathogenic variation was 6. 67% (5/75). The detection rate of pCNVs in ARSA fetuses with cardiac malfor-
mations was the highest,followed by isolated ARSA fetuses. Conclusion Fetal ARSA relates closely to chro-
mosomal lesions,and SNP-array detection is recommended to improve the detection rate.
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