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# Z.BH KT miR-145 A B rsd1291957.rs353291 4.5 % A b5 AR st (1S) 4 % 2 & *F miR-145 K
Teh#wm, ik KE2021F 112 AFETARERKEH 2534 IS B (IS4 AR A ZRAE PO
IR0 275 ) 4 B (3T IR 4R) du i AR A, R A TaqMan 38 4F % SNP 4 % 3 R4 rsd41291957.rs353291 % &
M, K8 SYBR Green 5 8 3¢ £ € & PCR 40 miR-145 K F, & & 40 miR-145 K F, vL & rs41291957,
rs353291 £ AM 5 FHE L, 5 H rs41291957 .1s353291 2 E R B A B A & F miR-145 K F £F ., &R miR-
145 A F rs41291957 .rs353291 4% 5 /2 IS A e 2 B 2E P 39 A4 2 AAAG.GG 3 AP AR A, X AL 5 £ 1S 41
Fo et BB 2H b g kB A 5 4R 3 A A Hardy-Weinberg 3 4 - # £ 42 (35 P>>0.05), LA BARK A, miR-
145 K B rs41291957 . rs353291 A2 S AR A e S KW E ISA S BAFTH S HAIMF LK, ZFH LRI F
EXGIP>0.05), ISHEEIA L LM @ T mR-145 K F&H FHRBAE, £ZF A%t FEL(P<
0.001), 122 IS AR AR, LA rsd1291957.rs353291 42 & R A B A = 9 49 miR-145 K -F %, £ %
B ARG FELG) P>0.05), &1 miR-145 £ B # rs41291957.rs353291 42 .5 % A5 IS A ML £,
BRRIS BH WA AP miR-145 K -F 8 27 & .42 2 rs41291957,rs353291 4% & % & M 3t miR-
145 R-F R EAPF M,
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Relationship between miR-145 gene polymorphism and cerebral infarction
and its impact on miR-145 level”
HUANG Yanyun ,LU Qinglan ,2WEI Bixiao ,YANG Lina , HUANG Rongtou
Department of Clinical Laboratory sBaise Munici pal People’s Hospital of
Guangxi Zhuang Autonomous Prefecture ,Baise .Guangxi 533000,China

Abstract: Objective To explore the relationship between polymorphisms at rs41291957 and rs353291 loci
of miR-145 gene and cerebral infarction (IS) and its impact on miR-145 expression level. Methods The blood
samples from 253 cases of IS admitted and treated in this hospital from January to December 2021 and 275
healthy subjects undergoing physical examination in this hospital during the same period were collected. The
rs41291957 and rs353291 polymorphisms were detected by the TagMan probe method SNP typing technique.
SYBR Green real-time PCR was employed to detect the miR-145 level. The level of miR-145 and distribution
of rs41291957 and rs353291 polymorphisms were compared between the two groups. The differences in miR-
145 levels among patients with different genotypes at the rs41291957 and rs353291 loci were analyzed.
Results The rs41291957 and rs353291 loci of the miR-145 gene in the IS group and control group had three
genotypes, AA,AG,and GG. The frequency distribution of these two loci in both the IS group and control
group conformed to the Hardy Weinberg's law of genetic balance (all P>>0. 05) ,having the group representa-
tiveness. There was no statistically significant difference in the distribution frequency of genotypes and alleles
of rs41291957 and rs353291 of miR-145 gene between the IS group and the control group (all P>>0. 05). The
miR-145 level in peripheral blood mononuclear cells in the IS group was higher than that in the control group,
and the difference was statistically significant (P<Z0. 001). However, whether in the IS group or the control
group,there was no statistically significant difference in miR-145 level between different genotypes at the
rs41291957 and rs353291 loci within the group (all P=>0. 05). Conclusion The rs41291957 and rs353291 loci
polymorphisms of the miR-145 gene are not associated with the susceptibility to IS. Although the level of
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miR-145 in peripheral blood mononuclear cells of IS patients are significantly elevated, the rs41291957 and

rs353291 loci polymorphisms do not have regulatory effects on miR-145 levels.

Key words: miR-145; gene polymorphism;
i A8 A (1S) S — b 350 % 26 8 L 3008 2 0 19 & e vk
Fiki 10045 55 0 5 B/ RNA (miRNA) 78 H % 0 5 3 J ik
P R T B E R . MR — R 3k R St R
AR F . miRNA fE98 8 ¥ H bR mRNA 1 235 A
MAAZRA TN AER PR . ERBREF
2 miRNA B )32 Wk £ RO e 0 34 H L
EMIE A K EE TR 2B AR ol 5 OB 1E
Y. B4 miR-145 4 E B 2 1 45 7 1 L4 B 5
F & miRNA , H K S A /N 14 748 4k 25 35 52 i
M55 A2 2, 5 2 Ik ok A0 8 1k AH 5C 52 95 19 & A & e %%
PIM T DL A 2 BF 5T 45 R R W, miR-145 78
IS B ek e iy, H 5% RIRTE IS 2 bl &
EREEMAER SO R 1S 19 49 Fr &8 (8D
I E AR S B miR-145 76 IS o 3235 4 i 19
Sy FHLE AN TE R, R R 2 S (SNP) 1] i &
miR-145 WM EER K, CFH LB LV, miR-
145 FE K SNP 5 Z Fpg 9 19 & B A %, IF 52 i
miR-145 fYRIED T BT ARSI % T miR-
145 F PR rpr e 22 45 A3 3k PRUOR B w8 HL 5 2R i &) sk
PEA MY rsd1291957 . rs353291 v L R H 5 IS 1Y
X F LI miR-145 78 1S B Pk R H Hix 2
A7 S SNP Z K A&,
1 BEMERE
1.1 — kR M 2021 4E 1—12 HIEARBE M &N
B BE B i 8 253 BRIk EfiZ A 1S W
W38 153 il 4 100 B, PR (63.4E11. D4, 1S
WA A [ Z0PE Bl PE G A H 2 iR R RS 2018)

rs41291957;

rs353291; ischemic stroke

FIAH SIS W bR e, IF 3 IR IR L S 30 = K e AR 55
—RANKE LA L. 5y ok BRI 7E A B AR K o0
PRKG Y 275 (1) 48 B & 18 g % B4R, Hodh 58 147 Bl &
128 ], F- YA (61. 929, 5) %, WL M 5] AE 8 1
B ERY LG E X (P>0.05), A, HE
B b v < M S I A PN R e | R L B e T R RN
R YL s B R IV O DI RE R B . X
AR RAE R LG R RN I IX A O, RIF5E LA
B BE 20 BE 25 3 S b . T A T 5% % 42 3 % AR F 5%
AR EHEBAERES.

1.2 ik

1.2.1 WeSERRA  WCER BT A WF 0 G0 TR 25 IR # ik
I 3~5 mL(EDTA-K, $it#t) . H T2 K20 DNA $2£H
PRI 3 . FT A bR A fE T — 70 C KA
#H.

1.2.2 4 DNA B8 h &Koo
IC 3 AR B AR B0y A B2 w0 9 4% i 4 U ) &
CWEBRIE) PEAT 42 1M 35 [ 2 DNA K, I 7 4% i B it
BB, 7E58 M DNA REA$2 BUS 8 F 240 0ot
JEE AR T R o A R

1.2.3 5IYmEit5&6&m FHAH NCBI#RSA
rs41291957 ,rs353291 v i M9+ B 36 B DNA K Bt
SR A Prime 3.0 844 ik 28 Be iz it 51 90, 0F 4%
HAZ A B A YR 2 7R AR 7 R E 519 th
ATAEYTECEE RGARAES . 51975
FEWE 1R,

*1 rs41291957.,rs353291 S| M FIE B

i1 ElR/EX ) A (5 —3" K/ (bp)

rsd1291957  rsd1291957-g F AATTACAACAGCCTCTCGg
rsd1291957-a F GAATTACAACAGCCTCTCGa
rsd1291957 R GCACTGCACCTCAGGC 146
rs41291957probe FAM FAM-AGCCCAGGTCCCCTCTAACACC-BHQ1

rs353291 rs353291 F AGGGTGGGTAGAGATGCC
rs353291 R AAAACCTTAAGTCTTCGTTCGATTT 114
rs353291 probe- FAM FAM-TGTTCTCTGGCTGCaTTCC-BHQI
rs353291 probe-VIC VIC-TGTTCTCTGGCTGCgTTCC-BHQL

1.2.4  1s41291957.rs353291 f gl Z MR SR RIKR S BOMAE S 800 G B i 0 RN AR B T A [

H TagMan #R5E 20 E 5 PCR £, PCR 471
MAKRZR N LRSI 84 0.4 pL BE 514 0.2 pL,
2 X AceQ qPCR Probe Master Mix(Vazyme) 10 pL,
DNA Bz 1 pl, I KK ZE SR 20 pL, #8 ©

Analytik Jena qTOWERE 2. 2 % %5 ft PCR {X ik
7B, PCRGHZH.95 C WAL 2 B 3 min, 4R
Ji 40 ME (95 CAEME 15 5,56 ‘CE M 15 5,72 CHE
120 s>, BN G5B JE ARE B4 i 2k 00 06 LR A S5
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1.2.5 AR miR-145 7K A6
FIH Trizol $ AR M AN JE ML 584> 42 40 B o $2 B 4
RNA, 2B Wy 48 0 53 6 06 BE TP AL L 4l B2,
B Ao /Ay VEAE 1. 9~2. 1, M17% RNA #EA §l /2 52
gk, E R\ EAY TR O A A4
IR B R L N mRNA A8 KF, RIE R
558 7 & (Mir-X miRNA First-Strand Synthesis
Kit, Takara) ¥ RNA & 8~ cDNA, i cDNA 2
L. SYBR Advantage Premix 12. 5 pL 1E [ & & W 5]
Y45 0.5 pL.ROX Dye 0.5 pL KB F/K 9 pL ML
AT PCR, AR & &30 2 I3 miR-
145 FHXF KB K,

1.3 WEHERR (D HH IS 4 F R BB 4H rs41291957
rs353291 AR Z B ME GO, (2) L#R IS 2H F X i
20 miR-145 /K, (3) 43 M7 rsd1291957,rs353291 i 5
AN TR F PR R S0 52 B miR-145 7K,

1.4 SEitaghb s ] SPSS23. 0 14 7E 47 50 Ab
B, THECER DL BB E o R RN AL R R X
KK, FFAIESSAMITETER L 2+ Fm, gl
) LA SR FH b ST REAS ¢ R 30, 2 40 8] ek BRI R
T5 22500, Z 4L W LR T LSD-¢ K. B4
15 V-1 >k Hardy-Weinberg Vi & Atk 4, DL P<<
0.05 HZESFAHG I #E L.

2 % ES

2.1 WZH rs41291957,rs353291 £ 45 1k 8t 4% F i 1
flfi IS ZH AT AR ZH rs41291957 .rs353291 (1 3 P %0 4%

7 5 Hardy-Weinberg - ffif X £ i) B2k (P >
0.05), BATHEMACRE, W3k 2.

x 2 M 4H rs41291957 1353291 % #&51 Hardy-Weinberg

BETERRER
e AL SRR SRR BUMR X P
rs41291957 X HEZH GG 141 140 0. 148 0. 701
AG 110 113
AA 24 23
IS4 GG 120 120 0. 009 0.923
AG 108 109
AA 25 25
rs353291 X HEZH GG 58 53 1. 357 0. 244
AG 126 136
AA 91 86
IS 4 GG 49 49 0. 006 0.939
AG 124 125
AA 80 80
2.2 R[RVE SIAE 98 % % miR-145 F& A rs41291957,

rs353291 ZAM MG LB ISHFXT AP, A
[P I E] rs41291957 (rs353291 i PRI 76 K7 25 37 35 (A 1) 4%

AR, ZRW LG E X (P>0.05), WL#E 3,
2.3 IS AN I miR-145 F K rs41291957 . rs353291

LA TGO LA rsd1291957 ., rs353291 i # f1)
S DR U A A A6 B DR R AR IS 2 5 ) R4 ) L
B ESBHLEGEITFEX(P>0.05, k4,

%3 RAREMHNFRIT S miR-145 EF rs41291957.rs353291 BN TBR LR 2 (%) ]

R B
V7 25, A5 M n
GG AG AA G A

rsd1291957  XPREZH B 147 70(47.6) 64(43.5) 13(8.9) 204(69. 4) 90(30. 6)
% 128 71(55.5) 46(35.9) 11¢8. 6> 188(73.4) 68(26. 6)

Xt 1.815 1. 096

P 0.404 0. 295
IS4 H 153 70(45. 8) 70(45. 8) 13(8. 4> 210(68. 6) 96(31. 4)
% 100 50(50. 0) 38(38.0) 12(12.0) 138(69.0) 62(31.0)

x* 1.832 0.008

P 0. 400 0. 930
rs353291 XA 147 31(21. 1) 62(42.2) 54(36.7) 124(42. 2) 170(57. 8)
7 128 27(21. 1) 64(50. 0) 37(28.9) 118(46. 1) 138(53.9)

X2 2.181 0. 852

P 0. 336 0. 356
IS#H B 153 34(22.2) 7247, 1) 47(30.7) 140(45. 8) 166(54. 2)
4 100 15(15.0) 52(52.0) 33(33.0) 82(41.0) 118(59.0)

x* 2. 029 1.109

P 0. 363 0.292
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x4 P rsd41291957 15353291 BEMAMBR LB (%) ]
3 [ 78 4 £ A
V7 25, el n
GG AG AA G A
rs41291957 XA 275 141(51. 3) 110(40. 0) 24(8.7) 392(71.3) 158(28.7)
IS4 253 120047, 4) 108(42.7) 2509.9) 348(68.8) 158(31.2)
x* 0.813 0.784
P 0. 666 0. 376
rs353291 XFRE4] 275 58(21. 1 126(45. 8) 91(33.1) 242(44.0) 308(56.0)
IS4 253 49(19. 1) 124(49.0) 80(31.6) 222(43.9) 284(56. 1)
x? 0. 565 0.002
P 0.754 0.967
2.4 IS HMX A miR-145 KL ISHBHE  rsd1291957 .rs353291 i e 1S 4 AT I8 4l v 38 17 1

A1 JE I B R 4 B miR-145 K H 4. 684 1. 02,
WBEETXMEAR 2.70£0. 83, 2R H S %= X
(P<C0.001),

2.5 miR-145 [ rs41291957.1rs353291 i f A [
FEPHH miR-145 K e X 1S 1 sl 0 4] Ef14H
N BT, rs41291957 F rs353291 i f5 4% 4t K ] 22 [|]
miR-145 K, ZF LG it E L (P>0.05),
WS,
x5 miR-145 FEE rs41291957 15353291 i m AR EEHE

miR-145 K F LB (7 £5)

FE A A X R 2R IS 40 rs41291957 IS 44 rs353291
GG 2.5340.81 4.60+1.00 4.70+1.02
AG 2.63+0.73 4.90+1.13 4.90+1.13
AA 2.9440.93 4.54+0.94 4.44+0.91
1. 025 0.524 0.761
0. 368 0.596 0.473

T I &b X PR ZH 1R B 9 rs41291957 F rs353291 [ B N GG,
AG.AA IREA,
3 3+ i

IS BB 5 b — i 52 2% 19 M I 25 9 0% » 5% 45 2R B8
B AL R B0, SNP J& A28 35 4 i % Wi
WAL s SR AL, 7 T miRNA 9 SNP ¥ FR
miRSNPs, i% fih miRSNPs 7] G i 248 [ B 10 5 5
PR B 2% miRNA-mRNA A9 48 & VE FH it Jin 5% i
ok 2 AR FH S DTS2 W0 A A B0 B U HRTE
A %4~ miRSNPs #iE 1 5 1S KUK % ) 40 507,
AR SR I B 98 & B, miR-145 £ P rs41291957 Al
rs353291 SNP AR AX 518 ¥ 5 B g - | 1 3 3 Bk
JoE A T 0 S EPE A G L T L 5 B0 ik ok A B
b L AR B0 ik g B KURS AR OC T T IS (9 B R
H2E L RE O Sh Bk o #E B Ak, OB, miR-145 19
rs41291957 ,rs353291 i & SNP #] fE7E IS & E e
YER . I AR AR AT T & Z H
FHOE M WF 5T, AR WF 5 45 R B R, miR-145 3

AAAG.GG 3 FPEEAAYL, HiX 2 LS AE IS 41X
HEZH v ) 35 PR AR 43 A 38 75 A Hardy-Weinberg it
G-l s A, 3K % I T 3k 6 1) BIF 5% R AR BT LA AL
WX 2 A~ SNP A S A7FE T HER A BG OL , HLA
TRAR R FL X b 22 25 76 B A v A A7 7 91 1] 1 22
S fHJE rs41291957 Fil rs353291 f4 JL D] 78 451 %% i1 4
o7 F RUSTUCR A3 A 76 1S 45 6 B2 1] e 5%, 22 R4
Giit 5 X (P>>0.05) , #2785 miR-145 rs41291957 Fl
rs353291 ZARMEARN ST AR IS AW, 5 L
WF5T 25 AR L AR BT 45 R AR Z X 2 4~ SNP 5 1S
Sy NEA S, AT RE Y SR DR R AR BIE5E 5 L AR BE 5 R
s A TEASTR] . B ] — b 2 9, 2> R 58 N R 1
NGRS et N G N O B2 I D3 2 NS B ¥ i
T S AH 22 30K A1 A B A R 19 382 4% ) Tt v a5, il
W, WEI 29 4 3 , miR-145 A rs4705342 TC/CC
F PR 7Y 5 b [ R DORE TR TS XU R AT RR OG5 SR 1T
ZHU 2 4358 , rs4705342 SNP 5 o [ 46 )7 DL A
IS KBS o,

I JLARE Z WA 78 45 5 & B0 . miR-145 7E 1S 34
ZRFIRG IS B KA VI E, miR-145 A AL R —
Tofv 3T ) A B4 S 1 A W b SR R AR ST, AR
TR AR 7 L IS 41 R3S A1 R I SRS A% 40 A T miR-145
KFEBEESTXHA, XS5 UAMFRLSE R -3, X
miR-145 W] g & B — X IS Wil 5 45 A W . H A, ¢
F miR-145 5 IS AY#F5T F 24 P miR-145 K K H:
PEEALE L AE S BOHAE 1S 3238 268 i 4 7 ML 6t
FHRF5E. SNP I g2 miR-145 WM EERZ, 4
Z HHF 98 % W, miR-145 FE K rs41291957 ., rs353291
I 055 Z2 Pl 1 5 SR A 56 L JF S I miR-145 [ %
k. BN, HALL 285 BF98 & 90, rsd1291957 A 254
FH B ATE S M miR-143 1 miR-145 /K- g & 18
TNAT 5G o I 5% w5 bk sl Jik e o 10 & 0 LR . 59 A O
B, 5 miR-145 rs353291 TT B ANAAH L, C
S0 B DR A T A T 3 bk o R R AL A S JER v B i HL
miR-145 KAL), X 26T 5% 45 5B £ W], miR-145



I ESE G IR 2024 £ 3 A% 21 % 6 M

Lab Med Clin, March 2024, Vol. 21, No. 6

o 779 -

FEIH rs41291957.rs353291 4 455 miR-145 K22 [8]
Tfﬁﬁmﬁﬁﬂcﬁﬂm%ﬁ SR ot A Y 2 A
WG AEXT 1S 21 5% HE AT #5475 4 P9 40 BT s 3K 2 A7
AHE R A 2 3] miR-145 7J(5|Z£#ﬂ]75%ﬁ‘Mi
(P>>0.05), 3R rsd1291957 F1 rs353291 i & SNP
XF miR-145 WK AR B A M ER., ARG RE
HoAt B 52 45 A S, 3X FT fig 2 A — > SNP 76 A [A] %
I HR R BN R A R, miR-145 76 1S W5 R ik
AIRE A HA 2 FHLHI R R .

LR LT iR , AR 5T — 20 B A miR-145 7F 1S &
N R S R A0 R K T R S R TS W AR
AW B R AE T 2R, (H)2, miR-145 B
rs41291957 .rs353291 i 2 &S 1S B A4
KA , HXF miR-145 /K FBABAG P EH ., BN
22 AR AE AN [R) B i 2 b BN R A A 5 o AR 5
SUERXE T 74 DX L i 2485 16 1T R A 38 ol e

UG Athy Hb DXBE (AR . B0 B B2 A9 SCHR R LT WA W R
miR-145 H£ [H rs41291957,rs353291 Z &1k 5 1S 5t
%ﬂhz@%%%ﬁﬁﬁﬁﬁw%Z@mﬁﬁ%%,
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