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Expression levels and clinical significance of IL-17 mRNA and PGE2 mRNA
in patients with oral lichen planus”
LI Yang ZWANG Long*”
School of Stomatology s Ningxia Medical University ,Yinchuan s Ningxia 750001 ,China

Abstract: Objective To investigate the expression and clinical significance of interleukin-17 (IL-17) mR-
NA and prostaglandin E2 (PGE2) mRNA in patients with oral lichen planus (OLP). Methods A total of 35
OLP patients admitted to the Stomatological Hospital, General Hospital of Ningxia Medical University from
March 2020 to March 2021 were selected as the experimental group,and 20 patients who underwent impacted
tooth extraction in the Stomatological Hospital, General Hospital of Ningxia Medical University during the
same period were selected as the control group. The patients in the experimental group were divided into ero-
sive OLP group and non-erosive OLP group according to whether the tissue was erosive or not. The expres-
sion levels of I1.-17 mRNA and PGE2 mRNA in the oral mucosal lesion tissues of the erosive OLP group and
the non-erosive OLP group and the control group were detected and compared,and the pain degree of OLP pa-
tients was evaluated by visual analogue scale (VAS). The expression levels of IL-17 mRNA and PGE2 mRNA
in OLP patients with different degrees of pain were compared. Pearson correlation analysis was used to analyze
the correlation between the expression levels of IL.-17 mRNA and PGE2 mRNA in patients with OLP.
Spearman correlation analysis was used to analyze the correlation between the expression levels of 11.-17 mR-
NA and PGE2 mRNA and the degree of pain in patients with OLP. Results There were 19 patients in non-e-
rosive OLP group and 16 patients in erosive OLP group. The expression levels of I1.-17 mRNA and PGE2 mR-

NA in erosive OLP group were higher than those in non-erosive OLP group and control group,and those in
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non-erosive OLP group were higher than control group,and the differences were statistically significant (P <C
0.05). In the experimental group,there were 5 patients with no pain, 6 patients with mild pain, 16 patients
with moderate pain,and 8 patients with severe pain. The expression levels of 11.-17 mRNA and PGE2 mRNA
in OLP patients without pain were lower than those in OLP patients with mild, moderate and severe pain,and
the differences were statistically significant (P <C0. 05). Pearson correlation analysis showed that the expres-
sion level of 11.-17 mRNA correlated positively with the expression level of PGE2 mRNA in OLP patients
(r=0.505,P=0.002). Spearman correlation analysis showed that the expression levels of 11.-17 mRNA and
PGE2 mRNA in OLP patients correlated positively with the degree of pain (+=0.710,0.570,P<C0. 05). Con-
clusion The expression of IL-17 mRNA and PGE2 mRNA is involved in the occurrence and development of

OLP,and its expression level correlates positively with the degree of pain in patients with OLP.

Key words:oral lichen planus; interleukin-17;

1 i SF- 75 8% COLP) J& — 5 UL 9 11 s 28 5
. MLPEALZUA JCRE RS Ay R BE RS AL OLP AR JBE 12 Al
OLP, Hi, gERM OLP BN 1% 1A W 5
K Be PR, B R B S E A AR .
BEAh, BE R AL OLP #5 AR AN AL, T BE & B 0 O %
S L DR SR T A A SUKE B SRy T s A S M
=z — L EAR AT R 522 W OLP (14 % 9% #l
il o {H R MOk B £ A B 98 UE BH G 58 2K TR AE OLP & 4= .
KB R PR AR RR R T U B A0 A T e
BE T F 45 Fh S JF T 1 R kS s LY,
HBME T 40/ 17 CTh17) & Th Kk B9 58 6, w1l
W E AN R (L)-17 FR R E 7. I 5 &
E R K B o MR R R & A DA YL A
OLP iy & JES 2 o .32 A9 T Ik 1 40 j A f o
Y A BT 2 Wb 22 FlUR R P i IR 7L {24l OLP
7 RAE BV, T SBOBE RS L B OB R A I R
R, FRW OLP 19 A& Jie 508 & V40 i X 7 W30S A
T AR AL A 5 & B, OLP S84 41 A it ifi
T TL-17 0 3R AR K TR R 3R KO 1 A R
HoEN IL-17 A R A KEFAl 25 OLP 1Y
KR AR AEEARPLE AN BT — R
AR R E2(PGEDE A RIEN S HIF LM
KRR AR L I R LU A B 2 R 4n i B 42 4 1 A
fiL /e AR TR BB e R b . PGE2 &2
BN — R S A L Ah A RS AR
il ,11-17 A1 PGE2 7 M 19 & A Ve B | il i A L 46
R g R B, M PGE2 M IL-17 7E
OLP &4 (KR /e FMLE B At AiE 2. H i,
AW FERDB T 1L-17 1 PGE2 {5 {#f RNA(mR-
NA)TE OLP & 1) 335 KV 5 i R 32 S, IR i
mr,

1 #AREA%

1.1 — %R $E 2020 4F 3 H & 2021 4F 3 H T
B PR B B O BE B IIR A 35 #l OLP B3
VE RS 41, 3 R BRI AE 7 5 B B K 24 BB e H
B Be R A7 B AR ZF 3R BR G 20 1) 58 3 4 g i BB 4. AR
HEURE R K R 00 4 BB o o BE RS A OLP 41 A
JEEERE R OLP A . W AFRUE: (DA CH B R T &

prostaglandin 2;

pain degree; messenger RNA

BT RS R (B TT RO O v B A 5618 b e 5 (2) K%
ZATATA IR IT . HEBRbRME. (D &I 2B R G MR
95 T8 RS s (20 PR A IR A B R AR A T IR
e Ay 16 . & 19 fl; F# 32 ~71 . F ¥
(48.3+15.5)% . XS 9 6. & 11 f] ;458 21~
43 %, F1(32.5£9. 2) % . 5 41 A xS R4 v 1 L AR
B, 2ZR ¥ LG FE X (P>0.05, A I
P A B R E B R B S E AE R E .
B FE 27 B B K o A IS B 1 S g S o A8 P 2
ot A ME CT B RAR FRES 2020-270 %),

1.2 508 EEPER CH /K NanoDrop One
BT 2R AN I, SE B FEBR K ProFlex R &
B ] Wi (PCR) X, RNAlater # il RNAeasy™RNA
MR & H P EE S RAEYHE R R A
PCR 5| ¥ I i 35 35 61 25 B R A BR A w5 it &
B 5 SR & Time PrimeScript® RT kit A%
ERIKH & SYBR® Premix Ex TaqTM 11 ¥ 34t
WEHEAEMHEARGRAF .

1.3 hik

1.3.1 SERZE%GE R PCROSRAEIRIGH 8% O A
PG4 2 23 R B2 BB D s B AL 2L b AL, B F
RNAlater ¥, £ 4 CKAHI )5 . F&E T —80 CIKH
AT 5 s R BE 4L 805 L 18 F RN Aeasy ™M RNA
IR &L B RNA, 3 E 282 K /K NanoDrop
One #B 58 AR o3 6 BE THI 8 RNA W B 5 A
# DNA (cDNA) , H 4l RNA ¥ B, B il 52 5% ik &,
iz HE= i U B A5 B A L cDNA F F —20 “CUKF
. IL-17 IEm S5k 5'-CTGAATATC-
CATAACCGGAATACC-3", 2 ] 51 ¥ I %) N 5'-
AGCGTTGATGCAGCCCAAG-3'; PGE2 IF 11 5| ¥
¥ %)} 5'-CACAATCTCAAAGGGCCATC-3", I I
SIS N 5'-ATGGTACACACCGTGGCATA-3';
GAPDH 1E [ 51 % ¥ 51 A 5'-GGTGTGAACCAT-
GAGAAGTATGA-3". 1 519 ¥ %1 A 5'-GAGTC-
CTTCCACGATACCAAAG-3', PCR & i 1k & H
TB Green Fast qPCR Mix(2X) 10. 0 pL, PCR For-
ward Primer (10 pmol/L) 0. 5 pl., PCR Reverse
Primer(10 pmol/1) 0.5 pl.,cDNA 2.0 pL, kR 24



BHIEF5IEK 2024 £ 4 A% 21 %% 8 ¥ Lab Med Clin, April 2024, Vol. 21,No. 8 « 1105 -

fig (DEPC) 7K 7.0 pl., PCR B Z %A 95 °C, 1
min; 95 °C,15 ;60 °C .30 s ;fEH 40 K., R 274
AT TL-17 A PGE2 78300 41 A8 35 11 266 505 01 4
LU B D R 21 h mRNA 1Y 3R 35K
L EE 3 IRBCEIE.

1.3.2 M EREREEE R#EThEOBEESSH
JESs Tl 2% B 2 F 2022 A4 2 1 e OF 7 B 12
JT AR (BT RO ) L R FH L SE BB 40 35 (VAS) 3
i B PR AR B LB EAE 0~ 10 4 AT I8 — 4>
EABM BRI B M 40 R FE KW, 1~3
RBP4 ~6 AR PRI, 7T~10 218
R .

1.4 Siibephb3 R SPSS26. 0 48 -4k 4k 3k 17 %1
Wb, P ESSMMITRERL « £ %
N PR ZEL (R LB SR Bk ST FEAS ¢ K 0, 22 A1 [A) L3RR
R R 5 2250 B, Z2 41180 B L3R LSD-+ £
5. KM Pearson #3081 OLP B3 1L-17 mRNA
5 PGE2 mRNA Fik /K 19 #H X% s 2k H Spearman
M HF OLP B3 1L-17 mRNA #l PGE2 mRNA
RIBAKFEEIRBEEAH I, D P<<0.05 AR

Haiterm L,
2 & e

2.1 PP AEBEREA OLP 4. BERSA OLP 41 11-
17 mRNA 1 PGE2 mRNA FIA/KF B JEBELE
A OLP 445 19 ] 8 3, BEE2 AL OLP 404 16 fi] i
F. BERLA OLP 41 IL-17 mRNA fl PGE2 mRNA
Pk A FAEBE R R OLP 4 Fn Xk B 4H . Ho AR g8
AL OLP ¥ T4, 2R A S IT¥E X
(P<<0.05), WLFE1,

*1 TERA JEEEIZ A OLP /A BEJZ 3 OLP 4 1L-17 #n

PGE2 M) mRNA RiXKF LB (x£5)

20 51 n IL-17 mRNA PGE2 mRNA
X iR 4l 20 11.944-2.69 4.9141.43
EEERH OLP 4 19 26.3146.99" 12.3143. 25"
BERZ W OLP 4 16 46.6348.70" 7 28.6448.83" 7
F 6.718 8. 634

P 0. 002 <<0. 001

H H X IR, T P<<0.05; HIEBERS M OLP A, ™ P<
0.05,

2.2 OLP H# IL-17 mRNA 5 PGE2 mRNA ik
KRR M Pearson A &0 #T45 R B R, OLP &
# IL-17 mRNA F£ik/KF5 PGE2 mRNA Fik/KF
BEIFEMXG-=0.505,P=0.002),

2.3 AFEEIRBEEN OLP ¥ 1L-17 mRNA 1
PGE2 mRNA #ik/KFHE K84 b & mEH
Bl REKMEER 6 Bl hEXRFEEREAR 16
B R EB AR S B, LKW OLP ¥ 1L-17
mRNA Fl PGE2 mRNA F A KK T35 B |
FEKE OLP . Z5 W ARIT¥E XL (P <

0.05), WL 2,
*2 AEZEFBEER OLP &% 1L-17 mRNA 1 PGE2
mRNA RIEKFELLE (2 +5)

IR L n IL-17 mRNA PGE2 mRNA
TEIR 5 20.8342.58 8.42+2.21
LR RS ] 6 32.1243.34" 13.7143.63"
o BV 16 43.62+3.12" 24.13+3.58"
N33 8 59.83+4.18" 36.23+4,25"
F 1.199 2. 036

P <20. 05 <20. 05

50 OLP B l#, " P<<0.05,

2.4 OLP B # 1L-17 mRNA 1 PGE2 mRNA #ik
KOV PR EE W CHE Spearman H5¢ 53 BT 45 4
7R ,OLP #3% IL-17 mRNA . PGE2 mRNA # ik K
FEEREEY R IEMK (r=0.710,0. 570, P <
0.05),
3 it ®

OLP J2 I R UL 19 5 5 58 A1 O 10 12 M 9 58 1 11
EFh IR . BERE AL OLP 5 ¥ 4k S 10 s 5 g 1) XURGS
— HEAEAR 4 E R R I SO R, OLP W
o B R [ A 2 A R 1 Tk O 40 AR B 3 S A
i A AR AR PR R R T k4IRS 5 OLP 1 &4
KRR, AWFRRIE, Th17 2377 4 Z R e & 1
21 R 7 TR e R 2 XU 6 1Y AR B8 M R P R
e KA T AR OF S e R R A G
AN, Th17 43 bl 1L-17 24248 1 5z 40 i L 184 )2
F4) BT A 240 L R 2 R 40 L I 4 i A 7 A 2 b gl
DR o DA T I ) 0 a0 4 1) 2 2 L A

ARBFSE & B, BERE R OLP 21 AEBER2 % OLP 4
IL-17 mRNA FEKFEE & TXRA, 2R A5
F L (P<C0.05) #2785 OLP B E KN Thl7 %=
BN, BERSE OLP 41 1L-17 mRNA kK& T3k
BEE: OLP 41 (P<C0. 05) 4 /8 SAEBE 2R OLP &
FHEL  BERET OLP A RN S A E 20 1L-17 40,
=R B R B OLP B F RN 7E K
Th17 ifiZiE ., CD8™ T k4Nl fE BE L/ OLP f&
BRI R AR 22 0 P A L O ad A AT
ME v IR IEIN T IL-17 240 H 7 n & OLP
R T ERBAIBERE . R, EH HEWT OLP 3 11-
17 mRNA F 3k K T i 2 R R ey 38 26 58 Hh otk B 40 il
R, ARFRE R BA, OLP B4 1L-17 mRNA
FR KSR EE R IE R (r=0.710,P<C0.05) . 4%
/& OLP H# 11L-17 mRNA 23K /K 5 5 , 5 0 e IR
HEA S, R OLP & L A2 Thl7 g
PL B 5L 386 4 B AT BT TL-17 FEAR ik 4 5E 0 L B
A DAY R A AN, $EOR Th17 72
IL-17 7€ OLP A #E T XHAEH] .

ARBFSE & B, BERE R OLP 20 AEBE L2 % OLP 4
PGE2 mRNA Fik/K V¥ T4 . 2 26 51t



* 1106 -

i EF 5K 2024 £ 4 A%K 21 BF 8 W

Lab Med Clin, April 2024, Vol. 21, No. 8

ERE N (P<<0.05,JFHS OLP & MR RE 2 IE
MK (r=0.570, P<C0. 05),# /8 PGE2 mRNA 3k
AKAE R, OLP B3 PR B B . 1 HLBE = & OLP
4 PGE2 mRNA ik K F [k BE &2 B OLP 41 &
(P<C0.05), 4r#r s 7 OLP B E KN Thl7
L3 [ A 2 B4 R 2R 40 R T 4 2 K B PGE2,
IF 554 A 2 09 40 i = A K i R AE TR, 5 SO IS
ffL A s e A L b R A0 B A BE L X T RE R I R
OLP BH N BEHA L AEBEEIFMEERNERZ —,
Th17 i 54> WA AL B2 5 S PGE2 R 4 1E
FH - L RE A2 3E 98 F 240 B 43 Wb R E B, DT AR a8 4% i
F N B — 2 e A Y . MUKAE 28195 i 40
REA AL AT I OLP i35 1 348 S0 A0 -2 ROk 1A i
FIIEE E 5 Bf-1 (mPGES-1) %5 /KF &3, OLP Ji5
A5 () AR O AN B TP R SR -2 A mPGES-1 3R 35
IRV T B 1 R B v L S AR B 5 2 SR A
FEBFFE /N B2 KR 5T R B A b PGE2 24 CK
R 5D B9 AE AL A & B0 PGE2 i #F 1 W 28 4k 41
Mor= A 1L-6, 335 S 1L-23/11-12 F 7 i) 6 A8, 5L
1L-17 /K EFFL 3278 PGE2 nl g B @ itk B & %
MM Th17 4 B/ . DA = /N BRSOG4 19 RO6E )R
R A TL-17 A PEG2 8 AT fig 5 7 e | i 98 45
i IR 4 % 1 R T R R S DD AR O

ZE LT . OLP B 1 s 26 BB 4 41 1117
mRNA PGE2 mRNA k7K F 15 # 1 O 5%
2 21, HOBE#2 R OLP 404! 1L-17 mRNA, PGE2
mRNA KKK m FAEBE LA OLP 4L, JFH
OLP BEAMKEMEE R IEMC R ETTEESS5T
OLP Wy kMK B R, KL, BB IL-17/PGE2
TE OLP Wk A L & R ML, T3 7T B8 20 36 97
I OLP & J ok 1 s g ) AU, A3 Bl T 10 By 48
# OLP,

S % Uk

[1] RIVERA C,CRISOSTOMO M F,PENA C,et al. Oral li-
chen planus interactome reveals CXCR4 and CXCL12 as
candidate therapeutic targets[J]. Sci Rep,2020,10(1);
5454.

[2] DE LANNA C A,DA SILVA BN M,DE MELO A C,et
al. Oral lichen planus and oral squamous cell carcinoma
share key oncogenic signatures[ J . Sci Rep,2022,12(1);
20645,

(3] o R 2 11 BB % 0 4 R T S
o BE S A L B 2. T BT R 1
ITHOLI]. e DR B2 24 75,2022,57(2) : 115-121.

[4] KANG Y Z,CHEN J,LI X Y,et al. Salivary KLK5 and
uPA are potential biomarkers for malignant transforma-
tion of OLK and OLP[]J]. Cancer Biomark,2021,31(4):
317-328.

[5] DENG J,PAN W Y,JI N,et al. Cell-free DNA promotes

inflammation in patients with oral lichen planus via the
sting pathway[ J]. Front Immunol,2022,13:838109.

[6] MIOSSEC P,KOLLS J K. Targeting 11.-17 and TH17 cells
in chronic inflammation[ J]. Nat Rev Drug Discov, 2012, 11
(10) :763-776.

[7] NOGUEIRA P A,CARNEIRO S,RAMOS-E-SILVA M.
Oral lichen planus:an update on its pathogenesis[J]. Int J
Dermatol,2015,54(9):1005-1010.

(8] ZFEPFH. FIAT R I A A X 101 Jo oF & #% 8 & il b 1L-
17 1 VEGF REHZmID]. 81l 7 B ER K=, 2016.

[9] EL-HOWATI A, THORNHILL M H,COLLEY H E,et
al. Immune mechanisms in oral lichen planus[]]. Oral
Dis,2023,29(4) :1400-1415.

[10] NAKANISHI M,ROSENBERG D W. Multifaceted roles
of PGE2 in inflammation and cancer[ ]J]. Semin Immuno-
pathol,2013,35(2) :123-137.

C11] LA AR B & A ARG 2/H0 %) IR R E2 il P8 8 4%
R I e AL A RIS S LD ], Il B B Jl B 2 2% 7, 2020,
47(4) :431-438.

[12] BLAUVELT A,CHIRICOZZI A. The immunologic role
of 1L-17 in psoriasis and psoriatic arthritis pathogenesis
[J]. Clin Rev Allergy Immunol,2018,55(3) :379-390.

[13] UENO A,JEFFERY L,KOBAYASHI T,et al. Th17 plas-
ticity and its relevance to inflammatory bowel diseasel ] ]. J
Autoimmun,2018,87:38-49.

[14] BH=HE.FEHhRF S, 5 1L-17 76 0 WP & 8658 b
0 2% 38 B HXT s Ak I F CCL20 ek iy fe k4 I [T7. 52
FAE %247 ,2014,33(14) :2225-2227.

[15] QING M, YANG D, SHANG Q H.et al. CD8" tissue-
resident memory T cells induce oral lichen planus erosion
via cytokine network[J]. Elife.2023,12:e83981.

[16] MUKAE S,OKAZAKI Y, TSUDA H,et al. Detection of
fascin and CCR-7 positive mature dendritic cells in oral li-
chen planus[ J]. ] Oral Pathol Med,2009,38(4) :334-342.

[17] SHEIBANIE A F,KHAYRULLINA T,SAFADI F F,et
al. Prostaglandin E, exacerbates collagen-induced arthritis
in mice through the inflammatory interleukin-23/inter-
leukin-17 axis[ ] ]. Arthritis Rheum, 2007, 56 (8): 2608-
2619.

[18] MERINGA A D, HERNANDEZ-LOPEZ P,CLEVEN A, et
al. Strategies to improve Y0TCRs engineered T-cell therapies
for the treatment of solid malignancies[ J]. Front Immunol,
2023,14:1159337.

[19] LIANG X H,WANG J,LIU Y S,et al. Polymorphisms of
COX/PEG2 pathway-related genes are associated with
the risk of lung cancer:a case-control study in ChinalJ].
Int Immunopharmacol,2022,108:108763.

[20] COFFELT S B, KERSTEN K, DOORNEBAL C W, et
al. IL-17-producing ¥8 T cells and neutrophils conspire to
promote breast cancer metastasis|[ ] |. Nature, 2015, 522
(7556) :345-348.

ks B . 2023-09-13 & 18 H #:2023-12-30)



