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Abstract: Objective  To investigate the expression of serum insulin-like growth factor-1 (IGF-1) and
long-chain non-coding RNA T-cell leukemia/lymphoma 6 (IncRNA TCL6) in pregnant women with severe
preeclampsia (SPE) and their predictive value of adverse pregnancy outcomes. Methods A total of 124 pa-
tients with SPE admitted to Tangshan Maternal and Child Health Hospital of Hebei Province from January
2021 to January 2023 were selected as the SPE group,and another 100 healthy pregnant women during the
same period were selected as the control group,and the patients with SPE were classified into poor outcome
subgroup (47 cases) and good outcome subgroup (77 cases) according to whether or not they had an adverse
pregnancy outcome. Serum IGF-1 and IncRNA TCL6 levels were detected by enzyme-linked immunosorbent
assay and real-time fluorescence quantitative polymerase chain reaction respectively. Multivariate Logistic re-
gression was used to analyze the influencing factors of adverse pregnancy outcomes in pregnant women with
SPE,and the predictive value of serum IGF-1 and IncRNA TCL6 levels on adverse pregnancy outcomes in pregnant
women with SPE was analyzed by using the receiver operating characteristic (ROC) curve. Results Compared with
the control group, serum IGF-1 levels reduced and IncRNA TCL6 levels increased in the SPE group (P <<
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0. 05). Compared with the good outcome subgroup,the poor outcome subgroup had lower serum IGF-1 level,
higher 24 h urine quantification and IncRNA TCL6 levels (P<C0. 05). Multivariate Logistic regression analysis
showed that elevated 24-h urine protein quantification (OR =1. 155,95% CI:1. 031 — 1. 294) and IncRNA
TCL6 (OR=1.206,95%CI:1.110—1.310) were independent risk factors for adverse pregnancy outcomes in
pregnant women with SPE,and elevated IGF-1 (OR =0. 922. 95% CI ;0. 883 —0. 964) elevation was an inde-
pendent protective factor (P<C0. 05). ROC curve analysis showed that the area under the curve of combined
detection of serum IGF-1 and IncRNA TCL6 levels to predict adverse pregnancy outcomes in pregnant women
with SPE was 0. 888 (95%CI:0.819—0.937),which was greater than that of serum IGF-1 and IncRNA TCL6
levels alone, which was 0. 813 (95%CI :0.733—0.878),0. 803 (95%CI ;0. 722—0. 869) , the differences were
significant (P <C0. 05). Conclusion Serum IGF-1 and IncRNA TCL6 have potential value in predicting adverse

pregnancy outcomes in SPE pregnant women,and the combination of the two indicators has higher predictive

value for adverse pregnancy outcomes in SPE pregnant women.
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